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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/890,891 



DATE: 08/14/2001 
TIME: 11:36:48 



Input Set : A:\PTO.txt 

Output Set: N:\CRF3\08142001\I890891.raw 

5 <110> APPLICANT: KNIGHT , Julian Charles 

7 KWIATKOWSKI, Dominic Peter 

11 <120> TITLE OF INVENTION: MODULATOR OF INFLAMMATION 
15 <130> FILE REFERENCE: 10317/7001 ERP/RE/CSM 
19 <140> CURRENT APPLICATION NUMBER: US/09/890,891 
21 <141> CURRENT FILING DATE: 2001-08-07 
25 <150> PRIOR APPLICATION NUMBER: PCT/GB00/00414 
27 <151> PRIOR FILING DATE: 2000-02-09 
31 <160> NUMBER OF SEQ ID NOS : 38 
35 <170> SOFTWARE: Patentln version 3.1 



Does Not Comply 
Corrected Diskette Needed 



ERRORED SEQUENCES 

1000 <210> SEQ ID NO: 38 
1002 <211> LENGTH: 29 
1004 <212> TYPE: DNA 
C--> 1006 <213> ORGANISM: Artificial 
1010 <220> FEATURE: 

1014 <223> OTHER INFORMATION : Description of Artificial Sequence: UV-crosslinking probe 
site beta 

1018 <220> FEATURE: 

1020 <221> NAME/KEY: modif ied_base 

1022 <222> LOCATION: (13).. (13) 

1024 <223> OTHER INFORMATION: 5BrdU 

1028 <220> FEATURE: 

1030 <221> NAME/KEY: modif ied_base 

1032 <222> LOCATION: (16).. (16) 

1034 <223> OTHER INFORMATION: 5BrdU 

1038 <220> FEATURE: 

1040 <221> NAME/KEY: modif ied_base 

1042 <222> LOCATION: (20).. (20) 

1044 <223> OTHER INFORMATION: 5BrdU 

1048 <220> FEATURE: 

1050 <221> NAME/KEY: modif iedjbase 

1052 <222> LOCATION: (22).. (22) 

1054 <223> OTHER INFORMATION: 5BrdU 

1058 <220> FEATURE: 

1060 <221> NAME/KEY: modif ied_base 

1062 <222> LOCATION: (25).. (25) 

1064 <223> OTHER INFORMATION: 5BrdU 

1068 <400> SEQUENCE: 38 

1069 aactcaggtc tgtggtctgt ttccttcta 29 
E--> 1070/Tl ' ' ' 

E— > 1072( 5y 
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VERIFICATION SUMMARY DATE: 08/14/2001 

PATENT APPLICATION: US/09/890,891 TIME: 11:36:49 

Input Set : A:\PTO.txt 

Output Set: N:\CRF3\08142001\l890891.raw 

L:19 M:270 C: Current Application Number differs, Replaced Current Application Number 



L-.87 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:4 
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L:1006 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:38 
L:1070 M:254 E: No. of Bases conflict, LENGTH : Input : 1 Counted: 29 SEQ: 38 
M:254 Repeated in SeqNo=38 
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